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The authors have retracted this article due to an error 
in the analysis, which led to the inclusion of genes in a 
different region (C05:1.45–1.61  Mb) in the results and 
conclusions of the study. The authors have repeated the 
analysis and intend to submit a revised version of the 
manuscript for peer review.

All authors agree with this retraction.

The original article can be found online at ​h​t​t​p​​s​:​/​​/​d​o​i​​.​o​​r​g​/​​1​0​.​​1​1​8​6​​/​s​​1​
2​8​6​4​-​0​2​4​-​1​0​7​0​8​-​1.
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