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The Broad Institute has filed for patents relating to the use of technologies described 
in this paper, where L.S.L. is named an inventor (US patent applications 17/251,451 and 
17/928,696).

L.S.L is a Guest Editor for Genome Biology’s “Leveraging mitochondria to understand 
health and disease” collection but was not involved in the editorial process of this 
manuscript.

All other authors do not have any relevant conflict of interest.
The original article [1] has been updated.
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