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During figure preparation for this article, the authors mistakenly labelled the x axes in Figures 4F and 4G with incorrect values. The 

figure has been updated with the correct values on the x axes.
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Figure 4. Non-canonical neo-antigens presented by MHC class I effectively activate CD8 + T cells and suppress tumor growth in a mouse 

model (corrected)
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Figure 4. Non-canonical neo-antigens presented by MHC class I effectively activate CD8 + T cells and suppress tumor growth in a mouse

model (original)
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