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Erratum: Global population structure of Shiga toxin-producing 
Escherichia coli O103:H2 and the variation in their major 
virulence factor-encoding genetic elements
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In the published version of this article, an error was identified in the Funding Information section. One of the grant numbers was 
incorrectly listed as 25fk0108702s070 instead of 25fk0108702s0702. This has now been corrected in the original article.

The Microbiology Society apologises for any inconvenience caused.

Author affiliations: 1Graduate School of Medical Sciences, Kyushu University, Fukuoka, Japan; 2Hokkaido Institute of Public Health, Sapporo, Japan; 
3Miyagi Prefectural Institute of Public Health and Environment, Sendai, Japan; 4Yamagata Prefectural Institute of Public Health, Yamagata, Japan; 
5Gunma Prefectural Institute of Public Health and Environmental Sciences, Gunma, Japan; 6Chiba City Institute of Health and Environment, Chiba, 
Japan; 7Niigata Prefectural Institute of Public Health and Environmental Sciences, Niigata, Japan; 8Shizuoka Institute of Environment and Hygiene, 
Shizuoka, Japan; 9Hamamatsu City Health Environment Research Center, Shizuoka, Japan; 10Osaka Institute of Public Health, Osaka, Japan; 11Nara 
Prefecture Institute of Health, Nara, Japan; 12Fukuoka Institute of Health and Environmental Sciences, Fukuoka, Japan; 13Fukuoka City Institute of Health 
and Environment, Fukuoka, Japan; 14Oita Prefectural Institute of Health and Environment, Oita, Japan; 15Chiba Prefectural Institute of Public Health, 
Chiba, Japan; 16National Institute of Infectious Diseases, Tokyo, Japan.

Funding information
This research was supported by AMED under Grant Nos. 21fk0108611h0501, 22fk0108611h050 and 23fk0108611h0503 to T.H., 24fk0108702h0701 
and 25fk0108702s0702 to K.N. and a KAKENHI from the Japan Society for the Promotion of Science (21K07006) to K.N.

ERRATUM
Taniguchi et al., Microbial Genomics 2026;12:001661

DOI 10.1099/mgen.0.001661

Received 16 February 2026; Published 02 March 2026
For numbered affiliations see end of the article.
*Correspondence: Keiji Nakamura, ​nakamura.​keiji.​046@​m.​kyushu-​u.​ac.​jp

MICROBIAL GENOMICS

001661 © 2026 The Authors

This is an open-access article distributed under the terms of the Creative Commons Attribution License.

OPEN

ACCESS

http://mgen.microbiologyresearch.org/content/journal/mgen/
https://creativecommons.org/licenses/by/4.0/deed.ast

	Erratum: Global population structure of Shiga toxin-­producing ﻿Escherichia coli﻿ O103:H2 and the variation in their major virulence factor-­encoding genetic elements

