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The authors regret that there were errors in Table 8 of the published article.

In the column Test type, Likelihood ratio test, upper box in the Description for Model 1 (MMDx) + model 2
(Histology) vs. model 1 alone, P-value, in the column In n = 5086 dataset (INTERCOMEZX), the text should have
read, “P = 0.047 (combined model adds value to model 1 [MMDx] alone, borderline significance).”

In the column Test type, Likelihood ratio test, bottom box in the Description should have read, “Model 1
(MMDx) + model 2 (histology) vs. model 2 alone, P-value.”

The corrected Table 8 is shown below.

Table 8. Comparing MMDx-based and histology-based models predicting 3-year post-biopsy graft survival using Akaike’s Information Criterion
(AIC)

Test type Description In n = 717 (Trifecta-Kidney) In n = 5086 dataset (INTERCOMEX)
AIC Model 1 (MMDx) AIC = 270.855 AIC = 2508.164
Model 2 (hisfology) AIC = 278.775 AIC = 2523.782
AAIC 7.920 15.618
Direction of difference Model T (MMDx) is befter Model 1 (MMDx) is better
Likelihood ratio fest Model 1 (MMDx) + model 2 (Hisfology) P = 0.67 (combined model does not add to model 1 P = 0.047 (combined model adds value fo model 1
vs. model 1 alone, P-value [MMDx] alone) [MMDx] alone, borderline significance)
Model 1 (MMDx) + model 2 (histology) P = 0.049 (combined model adds value to model 2 P = 6.1E-5 (combined model adds significantly
vs. model 2 alone, P-value [histology] alone, borderline significance) fo model 2 [histology] alone)

AIC, Akaike Information Criterion; MMDXx, Molecular Microscope Diagnostic System.
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8Members of the Trifecta-Kidney Study Group are listed in the Appendix of the original article.
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