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CORRECTION

Correction: VIsoQLR: an interactive tool for the detection, 
quantification and fine‑tuning of isoforms in selected genes using 
long‑read sequencing
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In the original article was published with Gonzalo Núñez 
Moreno the first author as the corresponding author, instead 
of Marta Cortón and Pablo Minguez. The actual corre-
sponding author of the article are Marta Cortón and Pablo 
Minguez.

The original article is updated with the correct correspond-
ing authors.
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