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Correction: Human Genetics (2023) 142:495-506
https://doi.org/10.1007/s00439-023-02539-z

In the original article was published with Gonzalo Nufiez
Moreno the first author as the corresponding author, instead
of Marta Cortén and Pablo Minguez. The actual corre-
sponding author of the article are Marta Cortén and Pablo
Minguez.

The original article is updated with the correct correspond-
ing authors.

The original article can be found online at https://doi.org/10.1007/
800439-023-02539-z.
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as you give appropriate credit to the original author(s) and the source,
provide a link to the Creative Commons licence, and indicate if changes
were made. The images or other third party material in this article are
included in the article's Creative Commons licence, unless indicated
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