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Following publication of the original article, it was 
reported that there were errors in Figs. 3A and 6D.

In Fig. 3A the gene numbers in Venn for S_DEG and R_
DEG were mistakenly swapped and in Fig. 6D the plant 
labels were reversed.

The incorrect and correct Figs. 3 and 6 are given below, 
and the original article has been updated.
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Incorrect Fig. 3.
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Correct Fig. 3.
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Incorrect Fig. 6.

Correct Fig. 6.
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