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putative resistance mechanisms of wheat

to Fusarium crown rot

Meng Zhang'", Dongmei Li'", Lifeng Gao?, Mingyue He', Guoguo Lv', Eryong Chen', Lei Zhang', Xiaojia Su',
Haoyang Ding', XueliWu', Chunji Liu'™ and Haiyan Hu"
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Following publication of the original article, it was
reported that there were errors in Figs. 3A and 6D.

In Fig. 3A the gene numbers in Venn for S DEG and R _
DEG were mistakenly swapped and in Fig. 6D the plant
labels were reversed.

The incorrect and correct Figs. 3 and 6 are given below,
and the original article has been updated.
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Incorrect Fig. 3.
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Correct Fig. 3.
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Incorrect Fig. 6.
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Correct Fig. 6.
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