Zhan et al. BMC Genomics (2026) 27:481
https://doi.org/10.1186/512864-026-12919-0

Correction: Comprehensive genomic study

Check for
updates

of Plasmodium falciparum in Sierra Leone:
genetic variation and resistance patterns

Xin-jie Zhan'? Shen-Bo Chen®**%, Tian-yu Wang>*>®, Yi-wen Duan***®, Hai-Mo Shen®**>%”" Jun-Hu Chen®***5&" and

Jingjing Xie*”"

Correction: BMC Genomics 26, 584 (2025)
https://doi.org/10.1186/5s12864-025-11771-y

Following publication of the original article it was
reported there were omissions in the Funding declaration
and a missing Ethics declaration.

The incorrect Funding statement was:

This work was financially supported in part by the
Three-Year Initiative Plan for Strengthening Pub-
lic Health System Construction in Shanghai (2023-
2025) Key Discipline Project (No. GWVI-11.1-12), the
National Sharing Service Platform for Parasite Resources
(Grant No. TDRC-2019-194-30), and the Foundation
of National Science and Technology Major Program
(Grant no. 20127X10004-220, 2008ZX10004-011, and
20092X10004-302). The funding bodies had no role in

The original article can be found online at https://doi.org/10.1186/s
12864-025-11771-y.
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the design of the study, collection, analysis, and interpre-
tation of data, or in writing of the manuscript.

The correct Funding declaration is:

This work was financially supported in part by the
Three-Year Initiative Plan for Strengthening Pub-
lic Health System Construction in Shanghai (2023-
2025) Key Discipline Project (No. GWVI-11.1-12),
the National Sharing Service Platform for Parasite
Resources (Grant No. TDRC-2019-194-30), the Founda-
tion of National Science and Technology Major Program
(Grant no. 2012ZX10004-220, 2008ZX10004-011, and
2009ZX10004-302), and a grant from the Bill & Melinda
Gates Foundation (Grant No. INV-003421). The funding
bodies had no role in the design of the study, collection,
analysis, and interpretation of data, or in writing of the
manuscript.
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The Ethics approval and consent to participate declara-
tion is:

The study was conducted in accordance with the prin-
ciples of the Declaration of Helsinki. Following the study
protocol, potential risks and benefits were explicitly
explained to the participants, and blood collection was
undertaken with written informed consent of the partici-
pants and in accordance with institutional ethical guide-
lines. The study protocol was reviewed and approved by
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the Ethics Committee of the National Institute of Para-
sitic Diseases, Chinese Center for Disease Control and
Prevention (Approval No. 202118-04), and by the Sierra
Leone Ethics and Scientific Review Committee (Approval
No. 012/02/2023).

The original article has been updated.
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