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A Correction on 
A systematic exploration of gut microbiota–driven blood metabolites in 
sepsis: an integrated bioinformatics and genetic association study

by Zhang Y, Qiu C, Li X, Peng Y, Liu J and Zhu P (2026). Front. Genet. 17:1754817. doi: 10.3389/ 
fgene.2026.1754817

Incorrect funding.
The funder Chongqing Natural Science Foundation, CSTB2024NSCQ-KJFZMSX0101 

to Peng Zhu was erroneously omitted.
The original article has been updated.
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